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Abstract

Background — Oropouche virus (OROV) is characterized as a re-emerging arbovirus of great concern for
public health, being responsible for several outbreaks of acute fever identified in Latin American countries.
The incidence of reports of this virus is intrinsically favoured by environmental conditions, in which such
characteristics are related to the increase and distribution of the vector population to areas of human traffic.
Moreover, there is a problem regarding the lack of diagnosis that aggregates the success of the etiologic

agent.

Methodology & Results —The researchers utilized molecular techniques — PCR, sequencing followed by
phylogenetic analysis. They identified 27 positive cases of the OROV circulating in border locations in
western Amazon, with 44.44% (12/27) of the cohort characterized as infected individuals with reported
symptoms, mainly ranging from fever, myalgia, and back pain. Among the positive samples, it was possible
to obtain a total of 48.14% (13/27) samples to analyze the S and M segments of OROV, which showed
similarities among the Brazilian sequences. Thus, it was possible to verify the circulation of the OROV
in the region areas, in which the tracking of neglected arboviruses is necessary for the genomic surveillance

of emerging and re-emerging viruses.

Relevance in the present scenario — The clinical presentation of OROV significantly overlaps with
dengue & Zika virus infections. Thus, there is an overall delayed clinical diagnosis in the endemic regions.
OROV also shares its vectors with other arbovirus which can potentially be responsible for outbreaks and
dual infection. With increasing urbanization & climate changes reemergence of uncommon infection has

taken a spotlight with OROV being one of them. Hence there is an acute need to understand this virus.



